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Principal Types of RNAs Produced in Cells

MRNAS messenger RNAs (X w2 —RNA) , code for proteins
rRNAS ribosomal RNAs (U 7R Y —ARNA) , form the basic structure of the
ribosome and catalyze protein synthesis
tRNAS transfer RNAs (7 > 27 7 —RNA) , central to protein synthesis as
adaptors between mRNA and amino acids
SnRNAs small nuclear RNAs, function in a variety of nuclear processes, including the splicing of
pre-mRNA
SnoRNAs small nucleolar RNAs, used to process and chemically modify rRNAs

Other noncoding RNAs

function in diverse cellular processes, including telomere synthesis, X-chromosome
inactivation, and the transport of proteins into the ER
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Computer-Assisted -,
Communication Device

With the aid of an assistive da Hliéuéh'as a “sip-and-puff"
switch, individuals can control-motorized wheelchairs,
communication devices, and computer programs,

Amyotrophic lateral sclerosis (ALS), also known as Lou Gehrig
disease, involves progressive loss of motor neurons (a type of nerve
cell controlling muscle movements) in the brain and spinal cord.

ALS is a progressive, disabling, and ultimately fatal disease of
unknown cause. Walking, speaking, swallowing, breathing, and
other basic functions become impaired with time. About 30 000
Americans currently have ALS. The yearly incidencerate is 1 to 2
new cases per 100 000 individuals. The disease is commonly
discovered during middle age and affects more men than women.

(JAMA Vol. 298 No. 2, July 11, 2007)
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