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Z4&SE. [20100626192958 22130] T,
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program blastn
datalib 16SRRNA
scores 100
alignments 100
expect 10

gap 1
filter 1

html 1

begin

> query

AACCGCATGGTTCAAAAGTGAAAGACGGTCTTGCTGTCACTTATAGATGG
ATCCGCGCTGCATTAGCTAGTTGGTAAGGTAACGGCTTACCAAGGCAACG
ATGCATAGCCGACCTGAGAGGGTGATCGGCCACACTGGAACTGAGACACG
GTCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGA
AAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTCTTCGGATCGTAA
AACTCTGTTATTAGGGAAGAACATATGTGTAAGTAACTGTGCACATCTTG
ACGGTACCTAATCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGT
AATACGTAGGTGGCAAGCGTTATCCG
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Z4E&SE. [20100626192958_22130] T9.

[CLUSTALW SETUP (Graphical View(<= 100 sequences) |} Text View(any number of sequences))]

BLASTN 2.2.18 [Mar-02-2008]

Reference: Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer,
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997),
“Gapped BLAST and PSI-BLAST: a new generation of protein database search
programs”, Nucleic Acids Res. 25:3389-3402.

Query= query
(376 letters)

Database: 16SRRNA: 16SRRNA sequence taken from the header [Last update
Apr/09/2010]
222,054 sequences; 221,319,125 total letters

S EN o0 0000000000000006006006000EOAGGHE000GH00000000T done

Score E

Sequences producing significant alignments: (bits) Value

226896_1|Sfaphylococcus haemolyticus|16S ribosomal RNA

X70648 1)5Staphylococcus aureus|16S ribosomal RNA
L37597_11Staphylococcus aureus|16S ribosomal RNA

L36472 | |Staphylococcus aureus|16S ribosomal RNA

L36472 |l |Staphylococcus aureus|16S ribosomal RNA
GU143670_1|Staphylococcus sp. FXY54|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA k
1|Staphylococcus aureus!|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus sp. AL@8-15116S ribosomal RNA
1|Staphylococcus aureus!|16S ribosomal RNA
1|Staphylococcaceae bacterium ACEMC 3-9|16S ribosomal RNA
1|Staphylococcaceae bacterium ACEMC 3-3|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
1|Staphylococcus aureus!|16S ribosomal RNA
1|Staphylococcus aureus!|16S ribosomal RNA
1|Staphylococcus sp. NA19|16S ribosomal RNA

7_1|Staphylococcus sp. AranlA|16S ribosomal RNA
?_1|Staphylococcus sp. PN/Y|16S ribosomal RNA
1|Staphylococcus aureus|16S ribosomal RNA
) _1|Staphylococcus aureus|16S ribosomal RNA
3_1|Staphylococcus aureus|16S ribosomal RNA
2_1|Staphylococcus aureus|16S ribosomal RNA
41_S|Staphylococcus aureus 94-92981116S Ribosomal RNA
I_3|Staphylococcus aureus @4-02981116S Ribosomal RNA
41_2|Staphylococcus aureus 04-029811165 Ribosomal RNA
1_1|Staphylococcus aureus ©04-02981116S Ribosomal RNA
S|Staphylococcus aureus subsp. aureus ED98|16S ribosoma. ..
2|Staphylococcus aureus subsp. aureus ED98|16S ribosoma. ..
1|Staphylococcus aureus subsp. aureus ED98|16S ribosoma. ..
6|Staphylococcus aureus subsp. aureus JH1116S ribosomal...
4|Staphylococcus aureus subsp. aureus JH1|116S ribosomal...
3|Staphylococcus aureus subsp. aureus JH1|16S ribosomal...
2|Staphylococcus aureus subsp. aureus JH1|16S ribosomal...
5_1|Staphylococcus aureus subsp. aureus JH1|16S ribosomal...
S|Staphylococcus aureus subsp. aureus USA300_TCH1516116...
4|Staphylococcus aureus subsp. aureus USA300_TCH1516116..
Ll Staphylococcus aureus subsp. aureus USA300_TCH1516116.4"
CP@20730_2 ['Staphylococcus aureus subsp. aureus USA300_TCH1516
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