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A Plants (Amaranthaceae)
CH,OH 0, H,0 CHO COO
| | |
CH, >/\ > CH, N > CH,
| | |
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COO COO COO COO
| | | |
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J. Biol. Chem. 278:4932-4942 (2003)
Proc. Natl. Acad. Sci. USA 102:1318-1323 (2005)
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Plant Cell Physiol. 1990
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