-191 -181 -1
ttaactccac tatagatcce aacttttete

aattgaggtg atatctaggg ttgaaaagag
=09 =51 -1
tt tatatacaac

gaagttgtat gaggh@agag atatatgttg

18 28 38
ATGAGATTCT CTCTTTCTCC CGTACGTCCG
TACTCTAAGA GAGAARAGAGG GCATGCAGGC

118 1268 138
GTCARTGTCG ATGTGTACTT ACACTTCCTT
CAGTTACAGC TACACATGAAR TGTGAARGGAA

218 228 238
CCATGATCAR ATTCCAGGCG ARTTCTCACC
GGTACTAGTT TAARGGTCCGC TTAARGAGTGG

318 328 338
GGTCTTTTAG ACCCATTGGA CGACARTCTC
CCAGAARARATC TGGGTAACCT GCTGTTAGAG

418 428 438
CTCCARCCTA CGGGACATGC CGGTTTCCGA
GAGGTTGGAT GCCCTGTACG GCCARARGGCT

518 528 538
GTCAGGTATT AACTTGCCAC GTTGGATTGA
CAGTCCATAAR TTGAACGGTG CAACCTAACT

618 628 638

-161
actataaaag
tgatatttte

-61
ctttttaaga
gaaaaattct

48
CATAGTGTAG
GTATCACATC

148
CTCCTTCARGT
GAGGAAGTCA

248
CACTGGTTCG
GTGACCAAGC

348
CGGCGAGAGA
GCCGCTCTCT

440
GGAGCACGTT
CCTCGTGCAR

548
GAARRGCGCCA
CTTTCGCGGT

648

-151
gaacccattt
cttgggtaaa

=51
qaactttgat
tttgaaacta

58
TAGTACCTTC
ATCATGGAARG

158
TTCCACTTCC
AAGGTGAAGG

258
AGTATCCCGG
TCATAGGGCC

358
TTCTCCGGTA
AAGAGGCCAT

458
GTTAGAGCGA
CAATCTCGCT

558
AGCTGGATGG
TCGARCCTACC

CTCTAGAGCG CCGRRCCCAEATCTCTGCAG CHGTHGHGGH ABGCACCTTG

GAGATCTCGC GGCTTGGGCG T'li A

718 728 738
TCCCTAARTGG GCCTACTGGA GCAARATCTAA
AGGGATTACC CGGATGACCT CGTTTAGATT

s1a 8268 8368
GAGAGACATG GTAARGAGARG AGATCGCARG
CTCTCTGTAC CATTCTCTTC TCTAGCGTTC

a1a 928 938
GCGACACTAG CAGCTTACGA TATCAARARACG
CGCTGTGATC GTCGAARTGCT ATAGTTTTGC

1818 1628 1838
GGARACTCCT TGAGAAGCAR GGCACGAAGG
CCTTTGAGGA ACTCTTCGTT CCGTGCTTCC

111a 11268 1138
AGATAACGTT AAGATGACAG CGTCGATAAT
TCTATTGCAR TTCTACTGTC GCAGCTATTA

1218 1226 1238
CTGAGTAGCC GTGACTCGCC GCACTTGAGC
GACTCATCGG CACTGAGCGG CGTGAACTCG

1318 1326 1338
CGTGTCCATT CAGAGAAACA GCTCGGAGAG
GCACAGGTAR GTCTCTTTGT CGAGCCTCTC

748
ACGGGTCTAA
TGCCCAGATT

840
GCTACTCCAA
CGATGAGGTT

948
ACGTTTAAAC
TGCARARTTTG

1848
TTCTAAGAART
AAGATTCTTA

1148
GCCGAGCTGG
CGGCTCGARCC

1248
AGCATCAATG
TCGTAGTTAC

1348
TTCTCCATAG
AARGAGGTATC

758
CTCTGGGCCC
GAGACCCGGG

858
TCTTACGGCG
AGAARTGCCGC

958
GTGCGCCTAT
CACGCGGATA

1858
CGTGARACTCC
GCACTTGAGG

1158
ATACAGAGAC
TATGTCTCTG

1258
TGGCCACGTG
ACCGGTGCAC

13568
ATGAagattc
TACT tctaag

-141
cctetttect

ggagaqaqaggaqa

-41
taatcagate
attagtctag

668
ACTACCAAARA
TGATGGTTTT

168
CGACCACCGG
GCTGGTGGCC

268
TTAARGCTTGG
AATTCGARACC

368
CGGTCARTTT
GCCAGTTAAA

468
TCCGGTTTAC
AGGCCARATG

568
CTACACAARTC
GATGTGTTAG

668
CGCCACGTGT
GCGGTGCACA

768
ATGGTTGAGA
TACCARCTCT

868
ACGAGCCGTT
TGCTCGGCAA

968
GGTTACCGTA
CCARTGGCAT

1868
GACGACGTCA
CTGCTGCAGT

1168
GCGTGGAGGA
CGCACCTCCT

1268
TCATGAGCTG
AGTACTCGAC

1368
attgatccga
taactagget

-131
teaateactt
agttagtgaa

-31
aaatatttat
tttataaata

78
CAGGACGTCG
GTCCTGCAGC

178
TTTTACCCAA
ARAARTGGGTT

278
CCGGAGATGG
GGCCTCTACC

378
GTCGAARTCGG
CAGCTTAGCC

478
CCAARCTCCGG
GGTTGAGGCC

578
TAGCTGGATT
ATCGACCTAA

678
CTCGAGTGGT
GAGCTCACCA

7va
GCGGGTTTTT
CGCCCARARA

87
ARGTGTAACG
TTCACATTGC

ava
ATATCTTTCG
TATAGAARARGC

1678
TCACCARAGT
AGTGGTTTCA

1178
GACGCCGTGG
CTGCGGCACC

1278
ARAARCGTATT
TTTTGCATAA

1378
cattegtaac
gtaageattg

-121
tatcttetta
atagaagaat

-21
aaattaqaac
tttaattttg

28
TTTCTTATAT
ARARGAARTATA

1808
ACCGGARAACC
TGGCCTTTGG

2808
ATGGAGTATC
TACCTCATAG

3808
CTTATCAARGC
GAATAGTTCG

4208
TTATCGACTA
AATAGCTGAT

Sea
GGTTACGTGG
CCAARTGCACC

628
TAGAGAACCT
ATCTCTTGGA

7e8
AARGCTTGTAT
TTCGAACATA

880
ATAARCCGGTC
TATTGGCCAG

asa8
GAGGTCCACG
CTCCAGGTGC

1688
TCCTGGAGTT
AGGACCTCAA

1188
GTTTACGCTG
CAARARTGCGAC

12808
TARCATTTGGT
ATGTAARACCA

1388
taatttaatt
attaaattaa

-111
caccaaatet
gtggtttaga

-11
acqacqacqacqac
tgtgtgtgtg

a8
AAGTGGTACG
TTCACCATGC

198
TGGGAGAGTT
ACCCTCTCAA

298
AGGGGCTTCA
TCCCCGARAGT

398
ATTTGATTTC
TRARACTAAARG

498
ACGAAGAACC
TGCTTCTTGG

598
CAGTTTGCCA
GTCAARACGGT

698
TCGCGCCACG
AGCGCGGTGC

798
ACTTCAGGTG
TGAARGTCCAC

8908
ACAGCCTCGG
TGTCGGAGCC

99
TGTCGGAAARC
ACAGCCTTTG

1898
GTTTTAGAARA
CARARARTCTTT

1198
ARATCGGTAA
TTTAGCCATT

1298
AGACGGGTTT
TCTGCCCARAA

13298
ttgtgcaaag
qacacgttte

-181
atcttcgaaa
tagaagttc

-1

tttcteaaca
aaagagttgt

16@
ACGTCGAATC
TGCAGCTTAG

208
TGCTGCTAAA
ACGACGATTT

368
AARARTTGGGAC
TTTAARCCCTG

468
GATCCTTCCT
CTAGGAARGGA

bsjal)
TTCGTGCCAC
AARGCACGGTG

68a
GGACARAGAA
CCTGTTTCTT

768
CTGACTCATC
GACTGAGTAG

t=gal]
TTCACAGTTT
ARGTGTCAAAR

gelalc)
CGCTGCGATC
GCGACGCTAG

1668
AGATGCTTTC
TCTACGAARAG

1168
ACAGAGAGCA
TGTCTCTCGT

12608
GGAGCTTCGG
CCTCGARAGCC

1368
GTGAGCTCCA
CACTCGAGGT

1488
qaacactaaaq
tttgtgattt

ERL=
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-
atattgtett
tataacagaa

18
ATGAGATTCT
TARCTCTAAGA

1@
GTRAGTGTAG
CATTCACATC

218
CCAAGATCAC
GGTTCTAGTG

318
GGTCTTTTGG
CCAGAARRACC

418
CACCAACCTA
GTGGTTGGAT

S1a
GTCAGGTATT
CAGTCCATAA

618
GAGATCTCAC
CTCTAGAGTG

718
TCCCTGATGG
AGGGACTACC

818
GAGAGACATG
CTCTCTGTAC

a1a
GCGACGTTAG
CGCTGCAARTC

1818
GGAGACTCCT
CCTCTGAGGA

1118
AGATAARCGTG
TCTATTGCAC

1218
AGCAGCCGTG
TCGTCGGCAC

1318
GTCCATTCAG
CAGGTAAGTC

-81
caagagaace
gttctettgg

28
CTCTTTCTCC
GAGARAGAGG

128
ATGCGTACTT
TACGCATGAA

228
AGTTCCGATG
TCAARGGCTAC

328
ACCCATTGGA
TGGGTARACCT

428
CGCAARCGTGC
GCGTTGCACG

528
ARACTTACCAC
TTGAATGGTG

628
GGCTCGGTCG
CCGAGCCAGC

728
GCCGAGTGGG
CGGCTCACCC

828
GTGAGAGAARG
CACTCTCTTC

Q28
CGGCGTACGA
GCCGCATGCT

16828
TGAGAARGCAA
ACTCTTCGTT

1128
AAGATGACGG
TTCTRCTGCC

1228
ACTCGCCCTA
TGAGCGGGAT

1328
AGARARACGGCT
TCTTTGCCGA

=71

=61

=51

-41

agagagactce actcettttac aactctetta ttaatcaaaa
tetetetgag tgagaaaatg ttgagagaat aattagtttt

20 40 @ 66
CGCAGGTICCG TACAGTIGIAG TACCCTCAC ARACCAC
GCGTGCAGGE ATGTCACATC ATGG

A TGGTTTGGTG

138

148

158

168

ACTCTTCCTT CTCCTACAART ATCTACTTCC CGGTCACCGG
TGAGAARGGAAR GAGGATGTTA TAGATGAAGG GCCAGTGGCC

238

248

258

AARTTGTCGTC CTCTGGTTCC ARCARCCCGG
TTAARCAGCAG GAGACCAARGG TTGTTGGGCC

338

348

358

CGATAARTCTC CGAGGGGAGA TTCTCCGGTA
GCTATTAGAG GCTCCCCTCT AAGAGGCCAT

438

440

458

CGGTTCCCGA GGAACACGTT GTTAGACCAA
GCCARGGGCT CCTTGTGCAR CAATCTGGTT

538

548

558

GTTGGATAGA GAARAGCGCCT AGCTGGATGG
CARCCTATCT CTTTCGCGGA TCGARCCTACC

638

648

658

TCGAGACGTA GTCATCTCCT TCCGTGGAAC
AGCTCTGCAT CAGTAGAGGA AGGCACCTTG

738

740

758

CCAARARCCTAAR ACGGGTCTAA CTCTGGGCCC
GGTTTGGATT TGCCCAGATT GAGACCCGGG

838

840

858

gAG_ACTGCTCCAG _TCTTACGGCG

HGAGCTC TGACGAGGTC AGARTGCCHC

938

944

958

TATCAAGACG ACGTTTAAARC GTGCGCCGAT
ATAGTTCTGC TGCARATTTG CARCGCGGCTA

1838

1848

1858

GGCACCAARGG TGTTGAGGAT CGTTRACTCC
CCGTGGTTCC ACARCTCCTA GCARTTGAGG

1138

1148

1158

CGTCAARTGCC GAGTTGGATA CAGARARCGAG
GCAGTTACGG CTCAACCTAT GTCTTTGCTC

1238

1248

1258

CCTGAARCGGC ATCAARTGTGG CCACGTGTCA
GGACTTGCCG TAGTTACACC GGTGCACAGT

1338

1348

1358

CGAAGAGTCC TCCATAGATG Aaggttecatt
GCTTCTCAGG AGGTATCTAC Tteccaagtaa

268
TTRAGCTAAA
ARTTCGATTT

368
CGGTCAGTTC
GCCAGTCAARG

468
TCCGGTTTAC
AGGCCAARARTG

S6a
CTACACAGTC
GATGTGTCAG

668
CGCCACGTGT
GCGGTGCACA

768
ATGGTCGAGA
TARCCAGCTCT

8668
ACGAGCCGTT
TGCTCGGCAA

Q68
GGTCACCGTT
CCAGTGGCAA

1868
GACGARCGTCA
CTGCTGCAGT

1168
TTGAGGAGAC
ARCTCCTCTG

1268
CGAGCTGAAG
GCTCGARCTTC

1368
agacattegt
tctgtaagea

=31
atatccataa
tataggtatt

78
GACGTTGTTT
CTGCAACAARA

178
TTATACCCAA
ARTATGGGTT

278
CCGTAGATGG
GGCATCTACC

378
GTGGRATCGG
CACCTTARGCC

478
CTRACTCCGG
GATTGARGGCC

Sva
CAGCTGGATT
GTCGACCTAA

678
CTCGAGTGGT
GAGCTCACCA

e
GTGGATTCTT
CACCTAAGAA

878
GAGTTTAACG
CTCRRATTGC

a7
ATGTCTTTCG
TARCAGAARARGC

1878
TCACCARRGT
AGTGGTTTCA

1178
GCCOTGGGTT
CGGCACCCAA

1278
ACGTATCTAC
TGCATAGATG

1378
qaccctattt
ttgggataaa

-21
tetttaaaag
agaaattttc

6
CTCACGTAAA
GAGTGCATTT

128
ACCAGARAARTG
TGGTCTTTAC

288
ARGGAGTACC
TTCCTCATGG

388
CTTRCCAGTC
GAARTGGTCAG

438
TTATCGAGTG
AARTAGCTCAC

528
GGTTACGTGG
CCAARTGCACC

628
TAGAGAARTCT
ATCTCTTAGA

728
ARAGCTTATAC
TTCGAATATG

828
ATARARCGGGGC
TATTGCCCCG

928
GAGGTCCACG
CTCCAGGTGC

1828
TCCAGGTGTC
AGGTCCACAG

1128
TACGCTGAGG
ATGCGACTCC

1228
ATTTAGTAGA
TAARARTCATCT

1388
taactttgtg
attgaaacac

-11
cacacactcet
atgtgtgaga

=1t}
TGTTACCATG
ACARTGGTAC

198
TGGGAGGGTT
ACCCTCCCAA

298
AGGGGCTTCA
TCCCCGRAGT

398
CTTCGARTTTC
GAAGCTAARG

498
ACGAAGARACC
TGCTTCTTGG

598
CAGTATGTCA
GTCATACAGT

698
CCGCGCCACG
GGCGCGGTGE

798
ACATCAGGGG
TGTAGTCCCC

898
ACAGCCTCGG
TGTCGGAGCC

998
TGTCGGAAAC
ACAGCCTTTG

16898
GTTTTAGATA
CARARARTCTAT

1198
TCGGGARRGA
AGCCCTTTCT

1298
TGGGTTTGTG
ACCCAARARCAC

1398
©agaaaaaaq
gtettttttt

-1
tocteccaata
agagggttat

168
TCGTGGAACC
AGCACCTTGG

268
TGCTGCTAAA
ACGACGATTT

368
GAARCTGGGAA
CTTGRCCCTT

468
GATCCTTCGT
CTAGGARAGCA

568
TCCGTGCCAC
AGGCACGGTG

668
AGACAARAGAA
TCTGTTTCTT

708
CTGGCTCATC
GACCGAGTAG

868
CCCACAGTTT
GGGTGTCAAA

Q68
AGCCGCGATC
TCGGCGCTAG

1668
AGATGCTTCA
TCTARCGAAGT

1168
ACAGAGAGCA
TGTCTCTCGT

1268
GCTTCGGCTG
CGARAGCCGAC

1368
AGCTCCACGT
TCGAGGTGCA

1488
aaaacttaaa
ttttgaattt

ERL=
TS5A4<—D
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18
ATGTTACGTC

118
GGTGGGAAARG

218
CTGGTATCAG

318
AARTCAGGARAG

418
TGAACAARCGA

518
TGCCGGAATC

618
TCTGTTGACT

718
TGCAARGTGGT

818
TCGCGTCGGC

a1a
TTGCGTGGCA

1818
CTGARAGAGAT

1118
GGGCARCARG

1218
ARCCACCCAA

1318
AARCTCGARCCC

1418
TTATTACGGA

1518
ATCATCACCG

1618
ACCGCGTCTT

1718
GARARARGGGATC

1818
GGCARACAART

28
CTGTAGAAARC

126
CGCGTTACAA

228
CGCGARAGTCT

3208
TGATGGAGCA

4208
ACTGARACTGG

528
CATCGCAGCG

628
GGCAGGTGGT

728
GAARTCCGCAC

8208
ATCCGGTCAG

928
AARGGATTCGA

1626
GCTCGACTGG

1128
CCGARAAGAAC

1228
GCGTGGTGAT

1328
GACGCGTCCG

1428
TGGTATGTCC

15268
AATACGGCGT

1628
TGATCGCGTC

1728
TTCACTCGCG

18268
GAgcttagag

38
CCCAARCCCGT

138
GARARGCCGGG

238
TTATACCGAA

338
TCAGGGCGGC

438
CAGACTATCC

538
TRAATGCTCTA

638
GGCCARTGGT

738
CTCTGGCAAC

Q938
TRAARCGTGCTG

16838
GCAGATGAAC

1138
TGTACAGCGA

1238
GTGGAGTATT

1338
ATCACCTGCG

1438
ARARGCGGCGA

1538
GGATACGTTA

1638
AGCGCCGTCG

1738
ACCGCAARARCC

1838
ctegaattte

48
GAARARTCAARRA

148
CARTTGCTGT

248
AGGTTGGGCA

348
TATACGCCAT

440
CGCCGGGRAT

548
CACCACGCCG

648
GATGTCAGCG

748
CGGGTGRAGG

a4a
ATGGTGCACG

1648
ATGGCATCGT

1148
AGAGGCAGTC

1248
GCCARCGARAC

1348
TCAARTGTAAT

1448
TTTGGARAARCG

1548
GCCGGGCTGE

1648
TCGGTGARACA

1748
GAAGTCGGCG

1848
ceccgategtt

58
AACTCGACGG

158
GCCAGGCAGT

258
GGCCAGCGTA

358
TTGRAGCCGA

458
GGTGATTACC

558
AACACCTGGG

654
TTGRACTGCG

754
TTATCTCTAT

Q958
ACCACGCATT

16858
GGTGATTGAT

1158
AARCGGGGAAA

1258
CGGATACCCG

1358
GTTCTGCGAC

1458
GCAGAGARAGG

1558
ACTCAATGTA

1658
GGTATGGAART

1758
GCTTTTCTGC

1858
caaacatttg

68
CCTGTGGGCA

168
TTTRACGATC

268
TCGTGCTGCG

3668
TGTCACGCCG

468
GACGAARARACG

S6a
TGGACGATAT

G664
TGATGCGGAT

7648
GAACTGTGCG

268
ACCACARARCC

6@
AARTGGACTGG

1868
GARARCTGCTG

1168
CTCAGCAARGC

1268
TCCGCARGGT

1368
GCTCACACCG

1468
TACTGGARAARA

1568
CACCGACATG

1664
TTCGCCGATT

1768

78
TTCAGTCTGG

178
AGTTCGCCGA

278
TTTCGATGCG

378
TATGTTATTG

478
GCAARGAAAAA

578
CACCGTGGTG

678
CAARCAGGTGG

7va
TCACAGCCAA

87va
GTTCTRCTTT

a7a
ATTGGGGCCA

1678
CTGTCGGCTT

1178
GCACTTACAG

1278
GCACGGGAART

1378
ATACCATCAG

1478
AGARACTTCTG

1578
TGGAGTGAAG

1678
TTGCGACCTC

1778

28
ATCGCGAARARA

12a
TGCAGATATT

2808
GTCACTCATT

3808
CCGGGRARAG

438
GCAGTCTTAC

Sea
ACGCATGTCG

686
TTGCAACTGG

788
AARGCCAGACA

8808
ACTGGCTTTG

928
ACTCCTACCG

1628
TRARCCTCTCT

1188
GCGATTAARG

12808
ATTTCGCGCC

1388
CGATCTCTTT

1488
GCCTGGCAGG

1528
AGTATCAGTG

1688
GCAARGGCATA

1788

G_CTGGACTGGC ATGAACTTCG

TGCAR
] 1870 1880

gcaataaagt ttcttaagat tgaatcctgt

a8
CTGTGGARATT

194
CGTRATTATG

2948
ACGGCARAGT

3948
TGTACGTATC

498
TTCCATGATT

598
CGCAAGACTG

G694
ACAARGGCACT

798
GAGTGTGATA

894
GTCGTCATGA

998
TRCCTCGCAT

1898
TTAGGCATTG

119a
AGCTGATAGC

1298
ACTGGCGGAA

13948
GATGTGCTGT

14948
AGAARACTGCA

1598
TGCATGGCTG

1694
TTGCGCGTTG

1798
GTGAARRARARCC

12898
tgeceggtett

168
GATCAGCGTT

268
CGGGCAARCGT

368
GTGGGTCAART

468
ACCGTTTGTG

588
TCTTTAACTA

666
TAARCCACGCG

768
AGCGGGACTT

864
TCTACCCGCT

g=lale
AGATGCGGAC

16688
TARCCCTTACG

1168
GTTTCGARAGC

12688
GCGTGACAARA

13668
GCARCGCGTA

1468
GCCTGRACCG

15648
TCAGCCGATT

1666
GATATGTATC

17688
GCGGTAARCAA

1268
GCAGCAGGGA

1968
gcgatgatta
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